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ftuorenss sibsp-tolreies LIS oy plomrasiaensen A1 25016 GEs across the nine target strains, as shown in the Table 3. . e saw no pathogen positives in our near neighbor testing
Our results indicate that the FilmArray limit of detectionis less  from 2500-250000 GE.
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fFh : lut . _ _ — — e —— holarctica 425 sample at 25000 GE. The system correctly
of hydration solution (prowded). Table 1. Target and near neighbor strains tested on the FlimArray an;ia;.-s : ﬁf.""{%"zss"‘ A detected the presence of Ft in this sample.
« Sample is mixed with 500 pL of . . 1035 Hol, 425 Anigus « We had 4 samples in which one Ba signature was positive
sample buffer (provided), and ’ Ta_rget strains _wgre tested with 50 uL s o 429 o when not expected; however 3 Ba signatures are required
. v 250 Ul f, hi It aliquots containing 25000, 2500, 250, 1035 12 Hol. 425 pntigus for a Ba positive sample.
approximately 250 ulL of this solution 25 d12.5 ivalent s 2 ol 425 Ao « The FilmArray cannot distinguish F. novicida from F.
. : : , dn .0 genome equivalents E ) o |
IS aspirated into the sample port. (GEs) 1035 12 rol. 425 Antgua tularensis, as F. novicida was positive for both Ft assays
-Fully automated instrument platform » Pouch is placed into the FilmArray®, " . . pmes .25 across all replicates.
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acid purification, and two-stage H 9 9 ’ fmes 2 o " FCN1, Var1, and YpT1). We hypothesize this was due to
multiplexed PCR for detection of a 29000, and 2500 GES'_ _ P e v reagent pouch failure.
panel of pathogens ' ide the P h  The runs were randomized with a blank - | |

| ' | nside tne rouc control (buffer) every five tests. C. sison scHu 54 a9 . .
*Biothreat pouch tests for 17 biothreat c o scr 54 a9 Results: Spore Testing
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PrOJ eCt Goa| hybridization for ot - a negative result, green is a positive, and yellow is an incomplete run (software ;g EEE
. . . . ¢ . crash). We expect all “green” signatures except the Yp Java 9 strain is , _
nucleic acid Table 2. Sample loss during loading of the Biothreat pouch expected to be positive only for the Ypt1 signature). Table 4. B. anthracis Sterne spore testing results
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potential biothreat agents: old aiiution PISYVZAY = s added to th h which y Sterne does not contain the pX02 plasmid.
. . into separate wells ., ~ = ANAY IS added 1o the pouch, whic the detection of B. anthracis, F. tularensis, and Y.
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